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Species Gene Symbol Gene ID GenBank Accession Transcript
Human ATP5PB 515 BC005366 NM_001688
About the gene

Official Symbol ATP5PB

Previous Symbol ATPSF1

Official Full Name | ATP synthase peripheral stalk-membrane subunit b

Synonyms -

Location 1p13.2
Gene Type protein-coding gene
Uniprot ID P24539

Pathway/Library others

This gene encodes a subunit of mitochondrial ATP synthase. Mitochondrial ATP synthase catalyzes ATP
synthesis, utilizing an electrochemical gradient of protons across the inner membrane during oxidative
phosphorylation. ATP synthase is composed of two linked multi-subunit complexes: the soluble catalytic
core, F1, and the membrane-spanning component, Fo, comprising the proton channel. The catalytic
portion of mitochondrial ATP synthase consists of 5 different subunits (alpha, beta, gamma, delta, and
epsilon) assembled with a stoichiometry of 3 alpha, 3 beta, and a single representative of the other 3. The
proton channel seems to have nine subunits (a, b, c, d, e, f, g, F6 and 8). This gene encodes the b subunit
of the proton channel.
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WA B, JEE LOE R A AR 2250 ml, AR5 4% AR L2008 R 296 FLAR H (LT 150.5 M1 IE), i B v
B 241 PR R

2. EFRMERILE:

a.

X2 4, P LAUEIE T7 Endonuclease I (T7TEDIZFAT S, RIH&HLAH M 1) 3L K 4HDNA,  7EsgRNAJFFI Ul & it 514
HEATPCRY 18, SR 5 HEATTTEIRG VI AT 3K o0 M7, EARIE S35 38 25 R I 2[R 41 G 5 5 7 46 771 S1(D0508) BT 7 Endonuclease
I (CRISPREE 2[RI AR 4 58 ) (D7080); o] LU H M R M HTA st AT Arill . 3. BT CRISPRE: PR m b il 2 3%
TANRIE (BRI RAE, ANIE A BT qQRT-PCRXT H 5 PR mRNARE AT 5 S AG R 1 W7 75 S 1 B A3 R 1 e Bk o

b, X TERTCEANNG, FEPCRY 1Y H sgRNAKE [ (5 PR v BOG #EAT 8 M A 1) 77 QAT S0 AE, RIS ] DUASE FH AR B A T
PRTEATRI AR 77 it 0 AT DB A ik — 25 05 30 PP o o 4 AR P 3 47 268 81 s 4 110) 25 5 DA RS SR (R AR W 7 D RE A 9
X~ m:
e RE) I i A R (e
100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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